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AsBactera es collform E. coI| fecal coliform, fecal indicator bacteria
AVlicrobial source tracking (MST)

ATPrimer, {u’ olymerase chain reaction (PCR)

lLibrary dependent vs independent

'\ -

A'e-DNA, next generation sequencindlG9

| ﬁw hy: Microbial SourceTracking?

'K‘I—'ecalbacterla In a water body can represent risk to public health and
— "‘-:‘n -~ cause economic losses

—— ‘A Hard todistinguish betweensourcesof FC pollution with muclcertainty

A Usually means distinguishing betwedecal bacteria derived from
different mammals¢ humans, ungulates (cowand horses), dogs
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Wiose. u:* |s linked to one or a few source organisms
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bNAbased Microbial-Source Tracki

AEPA-guIC aﬁ ce 2005; Ecology review/guidance (2011)

A ECOIO! n;f R0 recommendations for MST projects (2012)

A SoCe Co astal Water Research Progr@ﬁ@WQP
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——— new methods emerging and new
= - publications improving knowledge of existingnes
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